& Not Peer Reviewed 


bio- protocol Preprint @ Ask a question online 


Spatially particle-based simulation of FAK Y397 activation in 
integrin clusters 


ec ] Bo Cheng e Min Lin 


Updated date: Sep 16, 2022 


jel An abbreviated version of this protocol was published in Science Advances in Mar 2020 
Nanoscale integrin cluster dynamics controls cellular mechanosensing via FAK Y397 phosphorylation 
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Detailed protocol 
Program | - for integrin clustering simulation (Fig.1 in paper) 
Program Il- To simulate the relationship between cluster lifetime and substrate stiffness (Fig.2 in paper) 


Program Ill- To simulate the FAKY397 activation in integrin clusters (Fig.3 in paper) 


Related files 
Eh Codes.zip Y 


How to cite:(Readers should cite both the Bio-protocol preprint and the original research article where this protocol was used) 
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